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Taxonomy of the genus Metschnikowia, which had
been originally described by Metschnokoff [1] as
Monospora, parasites of daphnia, is presently an
actively developing field due to the application of
modern molecular technique, ecological and biogeo�
graphic approaches. Within the genus Metschnikowia,
forming needle�shaped spores, three groups of species
are differentiated. The first group comprises aquatic
species M. bicuspidata (Metschnikoff) Kamienski (var.
bicuspidata, var. californica Pitt et Miller, and var.
chathamia Fell et Pitt), M. australis (Fell et Hunter)
Mendonça�Hagler et al., M. zobellii (van Uden et
Castelo�Branco) van Uden, and M. krissii (van Uden
et Castelo�Branco) van Uden. The second group
comprises terrestrial species, mostly isolated from
flowers, fruits, and insects, usually in regions of tem�
perate climate. To this group belong well�known spe�
cies M. pulcherrima Pitt et Miller, M. reukaufii Pitt et
Miller and species that are to some extent their pheno�
typic twins: M. anduensis Molnár et Prillinger,
M. chrysoperlae Suh et al., M. fructicola Kurtzman et
Droby, M. shanxiensis Giménes�Jurado, M. koreensis
Hong et al., M. lachancei Giménes�Jurado et al.,
M. noctiluminum Nguyen et al., M. vanudenii
Giménes�Jurado et al., and M. viticula Peter et al.
M. pulcherrima and its sibling species are able to syn�
thesize pulcherrimin and possess spherical chlamy�
dospores (initials of asci), while the species related to
M. reukaufii do not synthesize pulcherrimin and have
oval or cylindrical chlamydospores. The first and sec�
ond groups include small�spored species (Metschni�
kowia sensu stricto in our interpretation). They are
related to someextent to small�spored species

M. corniflorae Nguyen et al., M. kunwiensis Brysch�
Herzberg, and M. lunata Golubev. The third group
comprises large�spored, mainly tropical yeasts
(Metschnikowia sensu lato) of a dozen and a half spe�
cies; their number is constantly increasing. We do not
list the species of the partially heterogeneous third
group, since it includes the species which are only
loosely related to the yeasts of the first two groups [2].

The subject of the present research are species of
the previously rejected genus Chlamydozyma
(Metschnikowia) (Table 1).

THE CHLAHYDOZYMA YEASTS

Wickerham [3, 4] described the “protosexual”
genus Chlamydozyma, based on their specific sexual
cycle without formation of ascospores or any other
sexual spores. The so�called bisexual Chlamydozyma
strains can form three types of cells—active bisexual,
inactive bisexual, and haploid monosexual cells of two
mating types. The author explained that the active
bisexual stage (interpreted as a dikaryon) was difficult
to maintain without selection under special condi�
tions. Monosexual cells of the opposite mating types
are able to form zygotes, which may in turn produce
active bisexual cells by budding. Inactive bisexual cells
were believed to be diploid monokaryons. We are
omitting some curious concepts of Wickerham, which
have been subsequently demonstrated to be
unfounded.

The Tenth International Botanical Congress
(1964) rejected Wickerham’s proposal of the above
protosexuality as a perfect stage in yeasts [5]. Pitt and
Miller [6, 7] and Fell and Hunter [8] revealed ascus
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formation in Chlamydozyma and transferred them to
the genus Metschnikowia. The first authors [6, 7] con�
sidered Chl. pulcherrima Wickerham and Chl. reukaufii
Wickerham as the synonyms to M. pulcherrima, and

Chl. zygota Wickerham as a synonym to M. reukaufii.
Fell and Hunter [8] suggested a new combination
M. zygota (Wickerham) Fell et Hunter. For certain
reasons, neither Wickerham [3] for Chl. reukaufii and

Table 1.  The analyzed related yeast of the genera Chlamydozyma, Metschnikowia, and Candida

Original name of 
the species

nos. in collections
Origin

NRRL UCD CBS VKM

Chl. pulcherrima YB�2272 – – – Aphis on willow (Salix), Peoria, IL

YB�2272�6e 64�9 – – Haploid derivate of strain NRRL YB�2272

YB�2272�7 64�10 – – Ibid

Y�6148 – 5536 Y�1490 Flowers of Trifolium pratense

Y�6149 – 5537 Y�1468 Ibid

Y�6259 (T) – – – Trifolium repens clover, Corvallis, OR

Chl. reukaufii Y�5941 (T) – – – Trifolium pratense clover, Peoria, IL

Y�5941�53 64�13 5534 Y�1467 Haploid derivate of strain NRRL Y�5941

Y�5941�62 64�14 5535 Y�1479 Ibid

Chl. zygota Y�4714 (T) 68�18 – – Rubus strigosus berries, Quebec, Canada

YB�4719 64�11 5553 Y�1466 Ibid

YB�4720 64�12 5554 Y�1542 Ibid

M. pulcherrima Y�7111 (T) 214 5833 – Vitis labrusca berries, California

– 214H3 – – Haploid derivate of strain NRRL Y�7111

– 67�1036A – – Monosporic culture of strain UCD 67�10

M. reukaufii Y�7112 (T) 62�311 5834 – Flowers of Epilobium angustifolium, Canada

– 62�311H10 – – Haploid derivate of strain UCD 62�311

– 62�311H11 – – Ibid

M. bicuspidata 
var. bicuspidata

YB�4993 (T) 63�49 5575 – Larva of the trematode Dislostomum flexicaudum, United 
States

YB�4993F27 – – – Haploid derivate of strain NRRL YB�4993

YB�4993A�1 – – – Ibid

M. bicuspidata 
var. chathamia

Y�17917 67�2 5980 – Pond on Chatam Island, New Zealand

– 67�2A – – Monosporic culture of strain NRRL Y�17917

– 67�2B – – Ibid

M. gruessii Y�17809 – 7657 – Flowers of Hebe salicifolia, Portugal

C. pulcherrima Y�6344 (T) 67�14 610 Y�64 Fruit of Phoenix dactylifera, Egypt

C. reukaufii Y�6346 (T) 67�15 1903 – –

Note: Abbreviations for collection names: NRRL = Northern Region Research Center, Peoria, IL, United States (http://web�uni�corvi�
nus.hu:8089/NCAIM/index.jsp); UCD = Herman J. Phaff Yeast Culture Collection, Department of Food Science and Technology,
University of California, Davis, United States (http://phaffcollection.org); CBS = Centraalbureau voor Schimmelcultures, Utrecht,
Netherlands (http://222.cbs.knaw.nl); VKM = All�Russian Collection of Microorganisms, Moscow, Russia (http://www.vkm.ru).
T stands for type strain.
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Chl. pulcherrima, nor Pitt and Miller [6, 7] for M. reu�
kaufii and M. pulcherrima used the type cultures of
imperfect yeasts Candida reukaufii (Grüss) Diddens et
Lodder (NRRL Y�6346) and Candida pulcherrima
(Lindner) Windisch (NRRL Y�6344). Each laboratory
cited different type cultures for these perfect fungi.

GENETIC INVESTIGATION OF RELATIONS 
BETWEEN CHLAMYDOZYMA 

AND METSCHNIKOWIA SPECIES

Wickerham [3] demonstrated that all three
Chlamydozyma species (Chl. reukaufii, Chl. pulcher�
rima, and Chl. zygota) and M. bicuspidata var. bicuspi�
data possess a common system of mating types
enabling them to cross. A close genetic relationship
between the three terrestrial species and the aquatic
M. bicuspidata was thus demonstrated. Strains form�
ing haploid vegetative cells of the opposite mating
types were used as type cultures: Chl. pulcherrima
NRRL Y�6259, Chl. reukaufii NRRL Y�5941, Chl.
zygota NRRL Y�4714, and M. bicuspidata var. bicusp�
idata NRRL YB�4993 (Table 1). The strain Chl. pul�
cherrima NRRL YB�2272 probably behaved in a simi�
lar manner. Wickerham was known to provide both Fell
and Hunter [8] and Pitt and Miller [6, 7] with haploid deri�
vates of Chl. pulcherrima NRRL YB�2272�6e and NRRL
YB�2272�7, Chl. reukaufii NRRL Y�6941�53 and NRRL
Y�5941�62, M. bicuspidata var. bicuspidata NRRL YB�4993
F27 and NRRL YB�4993 A�1, as well as haploid strains
Chl. zygota NRRL Y�4719 and NRRL Y�4720 having
mating types.

Based on crossing results, Fell and Hunter [8] con�
firmed the relationship between Chlamydozyma and
M. bicuspidata var. bicuspidata. They also found out
that these yeasts, as well as other aquatic taxa,
M. australis and M. bicuspidata var. chathamia, possess
a common system of mating types. (The M. bicuspi�
data var. chathamia strains used in [6, 7] were origi�
nally misidentified as M. zobellii/M. bicuspidata var.
zobellii [7, 9]). Analysis of the hybrids of M. australis
with Chl. pulcherrima, Chl. reukaufii, M. zygota, and
M. bicuspidata var. bicuspidata revealed an important
pattern: interspecific hybrids were to some extent ster�
ile, either not forming asci, or producing asci with
infrequent or abortive spores and without spores.
However, the viability of infrequent spores of the inter�
specific hybrids was not determined.

Pitt and Miller [6] investigated 16 strains of C. pul�
cherrima and C. reukaufii and determined that most of
them formed ascospores; the type of their spore�bear�
ing asci places them within the perfect genus
Metschnikowia. Teleomorphs of M. pulcherrima
(type NRRL Y�7111) and M. reukaufii (type NRRL
Y�7112) were described for sporulating strains. Pitt
and Miller [6, 7], as well as Fell and Hunter [8] deter�
mined that three Chlamydozyma species have a mating
type system common with M. bicuspidata var.
chathamia, although interspecific hybrids do not

sporulate. Ability of the type haploid culture of C. reu�
kaufii NRRL Y�6346 to cross with haploid Chlamy�
dozyma strains, found by Wickerham [3] was con�
firmed. Haploid cultures of all three Chlamydozyma
species were found to cross not only with strain NRRL
Y�6346, but also with haploid tester strains M. bicusp�
idata var. chathamia UCD 67�2A and UCD 67�2B.
For M. pulcherrima and M. reukaufii, Pitt and Miller
[6, 7], independently from Fell and Hunter [8], have
demonstrated fertility of the intraspecific hybrids and
sterility of the interspecific ones. This approach was
used for reidentification of Chlamydozyma species [6,
7]. The results of analysis of the hybrids of Chlamy�
dozyma and Metschnikowia species are summarized in
Table 2. As was already mentioned, based on forma�
tion of chlamydospores and asci with spores typical of
the corresponding species, the Chl. zygota strains were
assigned to M. reukaufii, while  Chl. reukaufii and
Chl. pulcherrima strains to M. pulcherrima.. The con�
trol interspecific hybrids were sterile. The shortcom�
ings of the experiments by Pitt and Miller [7] will be
discussed below.

MOLECULAR INVESTIGATION 
OF RELATIONS BETWEEN CHLAMYDOZYMA 

AND METSCHNIKOWIA SPECIES

The data on DNA G + C base content were signif�
icant to suggest that Chl. reukaufii NRRL Y�5941�53
and Chl. pulcherrima NRRL YB�2272 could not
belong to the species M. pulcherrima, since the values
were 42.2, 44.6, and 48.3 mol %, respectively. For both
M. reukaufii (T) and Candida reukaufii (T), the G + C
content was 44.1% [10–12]. Meyer and Phaff [12]
obtained even more convincing evidence against clas�
sification of these Chl. reukaufii and Chl. pulcherrima
strains as M. pulcherrima by DNA–DNA hybridiza�
tion. DNA homology between the M. pulcherrima type
strain and the strains of Chl. reukaufii, Chl. pulcher�
rima, and Candida reukaufii did not exceed 28.6%.
Giménez�Jurado [13] subsequently demonstrated low
DNA–DNA hybridization (5%) between Chl. zygota
NRRL Y�4719 (IGC 3684) and the type culture of
M. reukaufii. This Chl. zygota strain also exhibited 10%
homology with two M. gruessii strains, including the
type culture CBS 7657. The latter yeast is known as a
sibling species of M. reukaufii. In spite of these data, in
the yeast manuals published in 1970 and 1984, Miller
and van Uden [14] and Miller and Phaff [15], respec�
tively, interpreted Chl. pulcherrima and Chl. reukaufii
as synonyms of M. pulcherrima. In the 1998 yeast
manual [16], Miller and Phaff did not provide expla�
nations for their classification of Chl. pulcherrima as
M. pulcherrima and of Chl reukaufii and Chl. zygota as
M. reukaufii. The strains of Chl. reukaufii and Chl. pul�
cherrima were used in construction of the phylogenetic
tree of the genus Metschnikowia [2, 17–19]. These
data demonstrate that Chl. reukaufii NRRL Y�5941
(T) and Chl. pulcherrima NRRL Y�6148 are geneti�
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cally close, but not conspecific, to respective type
strains of M. reukaufii and M. pulcherrima. Moreover,
the recently described species M. koreensis is the clos�
est relative of Chl. reukaufii NRRL Y�5941, while
Chl. pulcherrima (NRRL Y�6148) is closely related to
other new species, M. chrysoperlae and M. shanxiensis
[2, 18–20]. Phylogeny of small�spored terrestrial and
aquatic species of Metschnikowia sensu stricto is pre�
sented in Fig. 1. Unfortunately, the type culture
Chl. pulcherrima NRRL Y�6259 was not used in [2,
17–19]. The type culture Chl. zygota NRRL Y�4714
and two other strains of this taxon (NRRL Y�4719 and
NRRL Y�4720) were also not studied.

These data demonstrate the necessity for renewal
of Chl. reukaufii and Chl pulcherrima as new species, or
rather combinations, within the genus Metschnikowia,
probably under different species epithets. DNA–
DNA hybridization has demonstrated [13] that
Chl. zygota Wickerham is not a synonym for M. reu�
kaufii and the species M. zygota (Wickerham) Fell et
Hunter should therefore be restored. Mistaken reiden�
tification of the species Chl. reukaufii, Chl. pulcher�
rima, and Chl. zygota by Pitt and Miller [6, 7] probably
results from the fact that survival of the ascospores
of the hybrids M. reukaufii × Chl. zygota, M. pulcher�

rima × Chl. pulcherrima, and M. pulcherrima ×
Chl. reukaufii, which we believe to be sterile, has not
been analyzed. For the genera Saccharomyces,
Kluyveromyces (syn. Zygofabospora), Arthroascus, Wil�
liopsis, and Zygowilliopsis, interspecific hybrids are
known to produce ascospores, albeit not viable ones
[21–27]. Moreover, mistaken reidentification of
Chl. reukaufii [6, 7] may be due to the impreciseness of
one of the diagnostic characteristics of M. pulcher�
rima, namely, the shape of chlamydospores. Instead of
spherical or slightly oval, only spherical chlamy�
dospores of this species should be considered.

Final revision of Chlamydozyma species requires
sequencing of the D1/D2 domain of the 26S rRNA of
the type cultures Chl. pulcherrima NRRL Y�6259 and
Chl. zygota NRRL Y�4714. The morphological differ�
ences between their chlamydospores and asci suggest a
low probability of conspecificity of these species.

Molecular reidentification of Chl. reukaufii,
Chl. pulcherrima, and M. zygota, as well as discovery of
other sibling species of M. reukaufii and M. pulcher�
rima, suggest that comparative molecular analysis of
the genome is required for yeasts synonymous to
M. reukaufii and M. pulcherrima, primarily Torulopsis
dattila (Kluyver) Lodder var. rohrbachense von Szilvi�

Table 2.  Results of hybridization of Chlamydozyma and Metschnikowia [6, 7]

Hybrid Chlamydospore formation Formation of asci with spores

Intraspecific crossbreeding

Chl. zygota × M. reukaufii

NRRL YB�4720 × UCD 62�311H10 Typical of M. reukaufii +

NRRL YB�4719 × UCD 62�311H12 Ibid +

NRRL YB�4720 × NRRL Y�6346 Ibid +

Chl. reukaufii × M. pulcherrima

NRRL Y�5941�53 × UCD 67�1036A Typical of M. pulcherrima –

NRRL Y�5941�62 × UCD 214H3 Ibid +

Chl. pulcherrima × M. pulcherrima

YB�2272�6e × UCD 214H3 Typical of M. pulcherrima –

YB�2272�7 × UCD 67�1036A Ibid +

Interspecific crossbreeding;

Chl. zygota × M. pulcherrima

NRRL Y�4719 × UCD 67�1036A Atypical –

NRRL Y�4720 × UCD 214H3 Ibid –

Chl. reukaufii × M. reukaufii

NRRL Y�5941�53 × NRRL Y�6346 Atypical –

Chl. pulcherrima × M. reukaufii

NRRL Y�2272�7 × NRRL Y�6346 Atypical –

Chl. zygota × Chl. reukaufii

NRRL YB�4720 × NRRL Y�5941�62 Atypical –
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nyi et Kaulich, Torulopsis burgeffiana Benda, and Can�
dida rancensis Ramírez et Gonzáles.

ECOLOGICAL AND PHENOTYPIC 
CHARACTERISTICS OF SOME 

METSCHNIKOWIA SPECIES

The phylogenetic tree of Metschnikowia species
presented on Fig. 1 suggests some amendments to the
ecological and phenotypic grouping discussed in the
Introduction. First, M. noctiluminum and M. viticula
are very closely related to aquatic species. Second, the
species phenotypically close to M. reukaufii are more
heterogeneous than the species complex related to
M. pulcherrima. Finally, the species closely related to
M. lunata and M. kunwiensis are not present in the
tree; these species, especially M. lunata, are quite sel�
dom isolated from environmental sources. We think
that this is not accidental. The “species” characteris�
tics of the type cultures, namely, lunate�shaped cells
for M. lunata and location of the spores within the cell
envelope (without the characteristic projection at the
asci) for M. kunwiensis, may be the reason. The type
strains of both species are probably infrequent mutants
of the standard Metschnikowia phenotype: spherical or

oval vegetative cells and spores in asci with projections.
The regulatory effect of carbon and nitrogen sources
on the cell shape of M. lunata [28, 29] is an indication
of the possible natural genetic variability of this
parameter. Species�specific molecular markers, rather
than the so�called species phenotypic characteristics,
should be therefore used for identification of the spe�
cies M. lunata and M. kunwiensis.

THE PARASEXUAL CYCLE

Pitt and Miller [6, 30] did not completely succeed
in the reproduction of the “protosexual” cycle in
Chlamydozyma described by Wickerham [3, 4]. How�
ever, they demonstrated the possibility of infrequent
mitotic haploidization in some diploid Metschnikowia
species, viz. in M. bicuspidata, M. pulcherrima, and
M. reukaufii. From our point of view, mitotic hap�
loidization in M. pulcherrima is confirmed by Golubev
[31]. Special media were used to demonstrate that dip�
loid cells of this species, unlike haploid ones, do not
produce pulcherrimin. Formation of red sectors in
white diploid colonies was observed. The cells from
the red sectors were haploid and possessed mating
types.
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Fig. 1. Phylogenetic analysis of the nucleotide sequences of D1/D2 domains of 26S rRNA of Metschnikowia and Chlamydozyma.
Bootstrap values >50% are shown. Scale bar corresponds to 20 replacements per 1000 nucleotides.
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Research on mitotic haploidization may be suc�
cessfully continued by determination of the sexual
activity of haploid cells on selective media. Aux�
otrophic mating testers, which are able to utilize the
carbon sources not used by the analyzed strains,
should be used for hybridization. Haploid cells of two
mating types that occur seldom in diploid cultures may
be thus visualized on the relevant minimal media. We
think that such a genetic approach will make it possi�
ble to establish the biological relations between the
perfect Metschnikowia species and the Candida spe�
cies, which according to their ribosomal sequences,
are arbitrarily assigned to the genus Metschnikowia:
C. chryzomelidarum Nguyen et al., C. ipomoeae
Lachance et al., C. kofuensis Nguyen et al., C. mag�
nifica, C. picachoensis, C. pimensis Suh et al., and
C. rancensis [2, 18]. Mitotic haploidization should be
used also to investigate the so�called homothallic
Metschnikowia strains, for which this life cycle was not
confirmed by self�diploidization of the monosporic
cultures isolated by micromanipulation. Determina�
tion of the mating types for all species of Metschni�
kowia sensu stricto will make it possible to establish the
limits for interspecies crossbreeding and the degree of
the relations between the species. It should be deter�
mined whether all species of Metschnikowia sensu
stricto share a common system of mating types, as is
typical of genetic genera, such as Saccharomyces,
Kluyveromyces, Arthroascus, Williopsis, Zygowilliopsis,
and Galactomyces [21–27, 32, 33].

Considering the data of Wickerham [3, 4], Pitt and
Miller [6, 30], and Golubev [31], it is possible that
Metschnikowia sensu stricto species possess the para�
sexual process established for mycelial fungi [34]. For�
mation of a dikaryon probably occurs after copulation
of the cells. The heterokaryon stage may be of different
duration, depending on the strains and cultivation
conditions. A heterokaryon with haploid nuclei may
generate both haploid cells of the opposite mating type
or, after karyogamy, diploid cells. The latter may
undergo mitotic haploidization with formation of
haploid cells of the opposite mating type. The life
cycle of Metschnikowia sensu stricto is presented in
Fig. 2. According to Bab’eva and Gorin [36], alterna�
tion of haploid and diploid phases in the life cycle of
terrestrial Metschnikowia species is associated with the
change in their habitats (from sugary plant substrates
into the visiting insects).

To conclude, we want to state that the yeasts
Metschnikowia sensu stricto are a promising subject for
evolutionary genetics, taxonomy, ecology, and bioge�
ography of yeasts.

ACKNOWLEDGMENTS

This article is dedicated to the memory of
Lynferd J. Wickerham, who contributed greatly in the
research on yeasts. The author is grateful to L.C. Men�
donça�Hagler, A.N. Hagler, W.I. Golubev, and
E.S. Naumova for fruitful discussions of Metschni�

I II

n

2n

n

n n

n

n

2n

2n

Fig. 2. Life cycle of Metschnikowia [35] in our modification. Mitotic haploidization (I), meiotic haploidization (II); n, cell ploidy.



MICROBIOLOGY  Vol. 80  No. 2  2011

MOLECULAR AND GENETIC DIFFERENTIATION OF SMALL�SPORED SPECIES 141

kowia and to V.I. Kodrat’eva and E.V. Zakharova for
their help in preparation of the manuscript.

The work was supported by the Russian Founda�
tion for Basic Research, project no. 09�04�00664.

REFERENCES
1. Metschnikoff, E., Über Eine Sprosspilzkrankheit der

Daphnien. Beitrag zur Lehre bei den Kampf der
Phagocyten gegen Krankheitserreger, Arch. Pathol.
Anat. Physiol. R.Virchow, 1884, vol. 96, no. 2,
pp. 177⎯195.

2. Nguyen, N.H., Sah, S.�O., Erbil, C.K., and Blackwell, M.,
Metschnikowia noctiluminum sp. nov., Metschnikowia
corniflorae sp. nov., and Candida chrysomelidarum sp.
nov., Isolated from Green Lacewings and Beetles,
Mycol. Res., 2006, vol. 110, pp. 346⎯356.

3. Wickerham, L.J., A Preliminary Report on a Perfect
Family of Exclusively Protosexual Yeasts, Mycologia,
1964, vol. 56, no. 2, pp. 253⎯266.

4. Wickerham, L.J., The Nuclear Cycle in Protosexual
Yeasts, Mycologia, 1966, vol. 58, no. 6, pp. 943⎯948.

5. Stafleu, F.A., Tenth International Botannical Congress,
Edinburgh 1964. Nomenclature Section, Regnum Veg�
etabile, 1966, vol. 44, p. 47.

6. Pitt, J.I. and Miller, M.W., Sporulation in Candida pul�
cherrima, Candida reukaufii and Chlamydozyma Spe�
cies: Their Relationships with Metschnikowia, Mycolo�
gia, 1968, vol. 60, no. 3, pp. 663⎯685.

7. Pitt, J.I. and Miller, M.W., Speciation on the Yeast
Genus Metschnikowia, Antonie van Leeuwenhoek, 1970,
vol. 36, no. 3, pp. 357⎯381.

8. Fell, J.W. and Hunter, I.L., Isolation of Heterothallic
Yeast Strains of Metschnikowia Kamienski and Their
Mating Reactions with Chlamydozyma Wickerham
spp., Antonie van Leeuwenhoek, 1968, vol. 34, no. 3,
pp. 365⎯376.

9. Fell, J.W. and Pitt, J.I., Taxonomy of the Yeast Genus
Metschnikowia: a Correction and a New Variety, J. Bac�
teriol., 1969, vol. 98, pp. 853⎯854.

10. Meyer, S.A. and Phaff, H.J., Deoxyribonucleic Acid
Base Composition in Yeasts, J. Bacteriol., 1969, vol. 97,
no. 1, pp. 52⎯56.

11. Meyer, S.A. and Phaff, H.J., Taxonomic Significance
of the DNA Base Composition in Yeasts, in Spectrum.
Monograph Series in the Arts and Sciences, School of
Arts and Sciences, Atlanta: Georgia State University,
1970, vol. 1, pp. 1⎯29.

12. Meyer, S.A. and Phaff, H.J., DNA Base Composition
and DNA⎯DNA Homology Studies as Tools in Yeast
Systematics. Yeasts Models in Science and Technics, in
Proc. First Specialized International Symposium on
Yeasts, Smolenice, June 1⎯4, 1971, Publ. House Slovak
Acad. Sci., 1972, pp. 375⎯387.

13. Giménez�Jurado, G., Metschnikowia gruessii sp. nov.,
the Teleomorph of Nectaromyces reukaufii but not of
Candida reukaufii, Syst. Appl. Microbiol., 1992, vol. 15,
pp. 432⎯438.

14. Miller, M.W. and van Uden, N., Genus 11. Metschni�
kowia Kamienski, in The Yeasts. A Taxonomic Study,
Lodder, J., Ed., Amsterdam: North�Holland Publ. Co.,
1970, pp. 408⎯429.

15. Miller, M.W. and Phaff, H.J., Genus 16. Metschnikowia
Kamienski,in The Yeasts. A Taxonomic Study, Kreger�
van Rij, N.J.W., Ed., Amsterdam: Elsevier, 1984,
pp. 266⎯278.

16. Miller, M.W and Phaff, H.J, 39. Metschnikowia, in The
Yeast. A Taxonomic Study, Kurtzman, C.P. and Fell, J.,
Eds., Amsterdam: Elsevier, 1998, pp. 256⎯267.

17. Kurtzman, C.P. and Robnett, C.J., Identification and
Phylogeny of Ascomycetous Yeasts from Analysis of
Nuclear Large Subunit (25S) Ribosomal DNA Partial
Sequences, Antonie van Leeuwenhoek, 1998, vol. 73,
pp. 331⎯371.

18. Suh, S.�O., Gibson, C.M., and Blackwell, M.,
Metschnikowia chrysoperlae sp. nov., Candida picachoe�
nsis sp. nov. and Candida pimensis sp. nov., Isolated
from the Green Lacewinge Chrysoperla comanche and
Chrysoperla carnea (Neuroptera: Chrysopidae), Int. J.
System. Evolut. Microbiol., 2004, vol. 54, pp. 1883⎯

1890.
19. Xue, M.�L., Zhang, L.�Q., Wang, Q.�M., Zhang, J.�S.,

and Bai, F.�Y., Metschnikowia sinensis sp. nov.,
Metschnikowia zizyphica sp. nov., and Metschnikowia
shanxiensis sp. nov. Novel Species from Jujube Fruit,
Int. J. System. Evolut. Microbiol., 2006, vol. 56,
pp. 2245⎯2250.

20. Hong, S.G., Chun, J., Oh, H.W., and Bae, K.S.,
Metschnikowia koreensis sp. nov., a Novel Yeast Species
Isolated from Flowers in Korea, Int. J. System. Evol.
Microbiol., 2001, vol. 51, pp. 1927⎯1931.

21. Naumov, G.I., Genetic Identification of Biological
Species in the Saccharomyces sensu stricto Complex, J.
Ind. Microbiol, 1996, vol. 17, pp. 295⎯302.

22. Naumov, G.I., James, S.A., Naumova, E.S., Louis, E.J., and
Roberts, I.N., Three New Species in the Saccharomy�
ces sensu stricto Complex: Saccharomyces cariocanus,
Saccharomyces kudriavzevii and Saccharomyces mika�
tae, Int. J. Syst. Evol. Microbiol., 2000, vol. 50,
pp. 1931⎯1942.

23. Naumov, G.I., Naumova, E.S., and Masneuf�Pomar�
ede, I., Genetic Identification of New Biological Spe�
cies Saccharomyces arboricolus Wang et Bai, Antonie
van Leeuwenhoek, 2010, vol. 98, no. 1, pp. 1⎯7.

24. Naumov, G.I. and Naumova, E.S., Five New Combi�
nations in the Yeast Genus Zygofabospora Kudriavzev
emend. G. Naumov (pro parte Kluyveromyces) Based
on Genetic Data, FEMS Yeast Res., 2002, vol. 2,
pp. 39⎯46.

25. Naumov, G.I., Naumova, E.S., Smith, M.Th., and de
Hoog, G.S., Molecular�Genetic Diversity of the Asco�
mycetous Yeast Genus Arthroascus: Arthroascus babje�
vae sp. nov., Arthroascus fermentans var. arxii var. nov.
and Geographic Populations of Arthroascus schoenii,
Int. J. Syst. Evol. Microbiol., 2006, vol. 56, no. 8,
pp. 1997⎯2007.

26. Naumov, G.I., Genosystematics of the Yeasts of the
Genera Williopsis Zender and Zygowilliopsis Kudria�
vzev, Mol. Genet. Mikrobiol. Virusol., 1987, no. 2,
pp. 3⎯7.

27. Naumov, G.I., Kondrat’eva, V.I., and Naumova, E.S.,
Taxonomic Genetics of Zygowilliopsis Yeasts, Genetika,
2009, vol. 45, no. 12, pp. 1609�1615 [Russ. J. Genet.,
vol. 45, no. 12, pp. 1422⎯1427].



142

MICROBIOLOGY  Vol. 80  No. 2  2011

NAUMOV

28. Golubev, W.I. and Golubeva, I.V., Effect of Carbon and
Nitrogen Sources on Cell Shape of Metschnikowia
lunata, Mikol. Fitopatol., 1980, vol. 14, no. 6, pp. 486⎯

490.
29. Golubev, W.I. and Golubeva, I.V., Metschnikowia

lunata, a Model for Dimorphism Investigation, Mikro�
biologiya, 1985, vol. 54, no. 3, pp. 352⎯355.

30. Pitt, J.I. and Miller, M.W., The Parasexual Cycle in
Yeasts from the Genus Metschnikowia, Mycologia,
1970, vol. 62, no. 3, pp. 462⎯473.

31. Golubev, W.I., The Correlation between Pulcherrimin
Production and Ploidy in Metschnikowia pulcherrima,
Yeast. A Newsletter for Persons Interested in Yeast, 1981,
vol. 30, no. 1, pp. 8⎯9.

32. Naumova, E.S., Smith, M.Th., Boekhout, T., Hoog, G.S.,
and Naumov, G.I., Molecular Differentiation of Sib�

ling Species in the Galactomyces geotrichum Complex,
Antonie van Leeuwenhoek, 2001, vol. 80, pp. 263⎯273.

33. Naumov, G.I., Genetic Concept of Genus in Fungi,
Dokl. Akad. Nauk SSSR, 1978, vol. 241, no. 4, pp. 952⎯

954.

34. Pontecorvo, G., Parasexual Cycle in Fungi, Annu. Rev.
Microbiol., 1956, vol. 10, pp. 393⎯400.

35. Bab’eva, I.P. and Golubev, W.I., Metody vydeleniya i
identifikatsii drozhzhei (Methods of Yeast Isolation and
Identification), Moscow: Pishchevaya promyshlen�
nost', 1979.

36. Bab’eva, I.P. and Gorin, S.E., Sporulation and Life
Cycle of Metschnikowia pulcherrima and Metschnikowia
reukaufii in Nature, Vestnik Mosk. Univ., Ser. Biol. Soil
Sci., 1973, no. 5, pp. 82⎯85.



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 149
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 149
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 599
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /DEU <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


